, a = 19.276(5) Â, b= 19.439(5) k,c= 13.352(5) Á, V= 5003.1 Â 3 ,Z = 4, R gt (F) = 0.077, wR rei (F 2 ) = 0.230, 2"= 293 K.
Discussion
The specific folded structures can be generated with α,β-dehydro-residues. A set of design rules have been developed with dehydro-residues [3] . However, there have been still some gaps in finalizing some of these rules. In order to generalize the design rules, a new pentapeptide sequence was synthesized with two APhe residues at (i+2) and (¡+4) positions. The remaining three positions in the pentapeptide are filled with high constraint generating residues such as Tip, lie and Leu. This is the first sequence with Trp at (i+1 ) position and two APhe residues are seperated by a branched /3-carbon residue lie. In the peptide Boc-Trp(CHO)-APhe-Ile-APhe-Leu-OCH3 the backbone torsion angles φι = -52.3(8)°, Vi = -49.1(7)°, ωι = -177.5(6)°, φι = -56. 5 0 ,%4 2 = 1(1)° respectively and indicate that the side chain conformation of two APhe residues are planar. The side chain conformation of sand-witched branched /3-carbon residue lie is found to be favourably staggered to the backbone with torsion angles χ!,·' = -67.7(9)°, = 167(1)°, χ\ = -64(2)°. It is noteworthy that the side chain conformation of isoleucine in the structure of Boc-Leu-APhe-Ile-APhe-Ile-OCH3 [4] was not observed in the staggered arrangement thus causing considerable deviations from the planarity in the side chains of neighbouring APhe residues. The side chain conformation of the leucyl residue with torsion angles χ\ = -64.7(8)°, χ 2 / = 165(1)° and xf= -61 ( 1 )° is one of the most commonly observed conformations for the side chain of leucine [2] . Overall, the 3io-helical conformation of the present peptide has all the side chains favourably aligned. Therefore, it can be stated that the structures of peptides with two APhe residues at alternate positions will always result in the formation of a 3io-helical conformation. In the crystal structure, the molecules are linked through two intermolecular hydrogen bonds ¿(N1-H1-05P) = 2.898(8) Á and ¿(N2-H2-07) = 2.98(1) Á. 
